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The Book Corner

Advances in Protein Chemistry, Volume 65, Proteome Characterization

and Proteomics, Richard D. Smith and Timothy D. Veenstra, Eds., Academic

Press, New York, 2003, 413 pages. Price: $130.00.

Proteome Characterization and Proteomics is a timely book that is

written by experts in their fields. The book comprises 13 chapters totaling

413 pages. It is Volume 65 of Advances in Protein Chemistry.

The proteome describes the entire complement of proteins expressed by

a cell at a point in time. Recently, there have been significant efforts to

develop methods that will enable the analysis of cellular proteome. This is

easier said than done. A cell may express up to 20,000 proteins with a concen-

tration dynamic range of 1010. No single chromatographic or electrophoretic

procedure is capable of resolving such a complex mixture with varying

physical and chemical properties.

Many attempts have been made using different electrophoretic, chro-

matographic, and a combination of both techniques in a two- or three-

dimensional format, off-line or on-line, to separate such complex protein/
peptide mixtures. Analytical chemists have attempted to develop sample

fractionation, separation, concentration, and detection methods that possess

sufficient resolution to separate large numbers of peptides/proteins, as well
as be sensitive enough to detect those peptides of proteins that are present

in low abundance; however, no method currently exists that can be used

to separate, detect, and quantify all the proteins within a given proteome.

Current liquid-phase proteome analysis strategies are based on initial diges-

tion of the proteins into peptides, fractionation of the peptides, followed by

a single- or two-dimensional separation procedure of each fraction, and

411

DOI: 10.1081/IAS-200033859 1532-1819 (Print); 1532-4230 (Online)

Copyright # 2004 by Marcel Dekker, Inc. www.dekker.com

JOURNAL OF IMMUNOASSAY & IMMUNOCHEMISTRY

Vol. 25, No. 4, pp. 411–413, 2004

D
o
w
n
l
o
a
d
e
d
 
A
t
:
 
1
0
:
2
2
 
1
6
 
J
a
n
u
a
r
y
 
2
0
1
1

https://s100.copyright.com/AppDispatchServlet?authorPreorderIndicator=N&pdfSource=Techset&publication=IAS&title=The+Book+Corner&volumeNum=25&offerIDValue=18&startPage=411&isn=1532-1819&chapterNum=&publicationDate=01%2F01%2F2004&endPage=413&contentID=10.1081%2FIAS-200033859&issueNum=4&pdfStampDate=10%2F07%2F2004+16%3A18%3A34&colorPagesNum=0&publisherName=dekker&orderBeanReset=true&author=&mac=enLhHv2yWZ0zSI1Ngk1mAA--


mass spectrometry for peptide sequencing and identification. Fractionation is

an important aspect of mass spectral detection of peptides because mass spec-

trometers can perform mass measurements on few but not on many co-eluting

peptides.

The book summarizes the current state of proteome analysis and

presents a wealth of information. It is recommended for protein chemists,

biochemists, and analytical chemists. The editors are commended for a

job well done.
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